SUMMARY This study examined the faecal flora on days 4, 14, and 28 of 17 breast fed babies and 26 bottle fed babies receiving a modern infant formula based on demineralised whey. Generally among breast fed babies bifidobacteria and staphylococci were the predominant organisms, whereas in the formula fed babies the predominant organisms were enterococci, coliforms, and clostridia. Despite the extensive modification of cows' milk to make an infant formula resemble human breast milk, the results are very similar to those previously reported with unmodified cows' milk baby feeds. The exact dietary factor responsible for these microbiological differences is unclear and in succeeding papers we have looked at the effects of protein quality, in particular the content of whey proteins, casein, and lactoferrin.
For many years it was accepted that the faecal flora of a breast fed baby differed from that of a bottle fed one.' There are three reasons for re-examining this association between diet and faecal flora in the newborn. Firstly, many of these studies were performed using infant formulas that consisted of cows' milk with only minimal modification, whereas cows' milk is now extensively modified in the manufacture of an infant formula.2 Secondly, breast milk differs from cows' milk and cows' milk based formula in so many ways it is impossible to know which dietary difference is responsible for the microbiological difference. Thirdly, some studies have not found these differences: the faecal flora of breast and bottle fed babies were similar.3 4 It was suggested that the antiseptic environment of modern obstetrics may have over-ridden the dietary effects.
For these reasons we have re-examined the association between diet and faecal flora. This first paper determines whether the faecal microflora of the breast fed baby differs from that of a bottle fed baby receiving a well defined modern infant formula and succeeding studies explore the effects of specific nutnents.
Subjects and methods
DIET AND BABIES (TABLES 1 AND 2) The infant formulas most commonly used in early life are based on demineralised whey plus skimmed milk, a blend of vegetable and animal fats, vitamins, (1) Counts of individual organisms (figs I and 2) (a) Changes with time-The faecal flora changed with time but more changes were seen in the formula fed babies. Significant changes in the number of babies colonised are shown in columns marked y: (i) breast fed babies had an increase in coliforms other than Escherichia coli but a decrease in enterococci;
(ii) formula fed babies had an increase in E coli, enterococci, and lactobacilli but a decrease in staphylococci.
Significant changes in the counts of organisms are shown in columns marked x:
(i) breast fed babies had an increase in staphylococci and bifidobacteria;
(ii) formula fed babies had increase in E coli, enterococci, bifidobacteria, and clostridia.
(b) Dietary differences-More breast fed babies were colonised with staphylococci but fewer with clostridia (columns marked b).
Breast fed babies had lower counts E coli coliforms, enterococci, and clostridia but higher counts of staphylococci (columns marked a).
(c) Mode of delivery-Only one breast fed baby was delivered by caesarean section but 10 formula fed babies were delivered by section. None of the 10 babies were colonised by bacteroides on either day 4 or day 14. Of the 16 vaginally born formula fed babies, however, seven were colonised with bacteriodes on day 4 (p<0-02) and 10 by day 14 (p<O-001).
(2) Patterns of dominance ( fig 3) (a) Changes with time-Enterococci were not dominant in any breast fed baby at days 14 
